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Overview

The length of the poly(A) tail has direct impact on the stability and translation
efficiency of the mRNA molecule and is therefor. The method relies on the
digestion of an mRNA molecule with RNase T1 to release the poly(A) tail and
an optimized ion-pairing mobile phase system for separation of poly(A) tail
length variants. Overcome chromatography challenges with fiber adsorbents
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Large U-tail fiber chromatography

  

Morphogenesis of bacteriophage lambda
tail. Polymorphism in the  

The assembly of both the tail and the polytail
starts on the normal initiator which requires at
least seven gene products for its formation. In
this case, the elongation reaction pauses at the 

  

Fiber chromatographic enabled process
intensification increases  

Using a holistic fiber chromatography approach
to process intensification reduces the number of
steps in the process, which increases overall
yield. Here, we first investigated the use of 

  

Size-Exclusion Chromatography Method for
Poly (A) Tail Analysis of 

In this application note, we describe a robust and
simple method for poly (A) tail length
measurements. The method utilizes the digestion
of an mRNA molecule with RNase T1 to liberate
poly (A) tail. The 

  

Why Are Chromatograms "Peak"-Shaped: A
Guide for 

Chromatograms are a daily sight for laboratory
analysts, providing crucial data beyond just peak
area and peak height. Factors like peak width,
half 
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Characterization of U-shape streamline
fibers: Methods and applications

The flowchart of the fiber shape analysis
methods. (a) Whole-brain white matter fiber
tractography; (b) U-shape fibers; (c)
Reconstructed gray matter/white matter surface
with gyral region 

  

Developing a high-throughput capillary gel
electrophoresis workflow 

In this study, we present a comprehensive
parallel CGE HT analytical workflow, using the
Agilent 5300 Fragment Analyzer with a
48-capillary array, to assess mRNA structural
integrity and 

  

National Center for Biotechnology
Information

Hier sollte eine Beschreibung angezeigt werden,
diese Seite lässt dies jedoch nicht zu.
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Liquid Chromatography Methods for
Analysis of mRNA Poly(A) Tail 

RESULTS Size Exclusion Method Development for
Poly(A) Tail Length Analysis. In size exclusion
chromatography, the analytes are separated
according to their ability to penetrate the 

  

Overcome chromatography challenges with
fiber 

This means that, with a large enough fiber
technology unit, a chromatography step could be
run in just 2 or 3 minutes instead of the 1 to 5
days required today. The 

  

Size-Exclusion Chromatography Method for
Poly (A) Tail 

In this application note, we describe a robust and
simple method for poly (A) tail length
measurements. The method utilizes the digestion
of an mRNA molecule 

  

Ion-Pair Reversed-Phase Liquid
Chromatography Method for Analysis 

The method relies on the digestion of an mRNA
molecule with RNase T1 to release the poly(A)
tail and an optimized ion-pairing mobile phase
system for separation of poly(A) tail length
variants. The 
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Improved mRNA affinity chromatography
binding capacity and 

Abstract Increased demand for mRNA-based
therapeutics and improved in vitro transcription
(IVT) yields have challenged the mRNA
purification platform. Hybridization-affinity 

  

Characterization of poly(A) and poly(T) tail
lengths in  

This study describes the development of a novel
in vitro method using ion-pair reversed-phase
liquid chromatography coupled to high-resolution
mass spectrometry (IP-RP-LC-HRMS) for
assessing the 

  

Liquid Chromatography Methods for
Analysis of mRNA Poly(A) Tail 

Our goal was to develop chromatographic
methods for the analysis of the length and
heterogeneity of the 100-150 nt long poly (A) tail
after its cleavage from the intact mRNA
molecule.

  

Liquid Chromatography Methods for
Analysis of mRNA Poly(A) Tail 

In this work, we describe the development of
several methods for measurement of mRNA
poly(A) tail length and heterogeneity. Poly(A) tail
was first cleaved from mRNA with the RNase T1
enzyme. The 
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Capillary-channeled polymer (C-CP) fibers
as a stationary  

Microbore columns utilizing polypropylene
capillary-channeled polymer (C-CP) fibers as the
stationary phase in high-performance liquid
chromatography (HPLC) have been investigated. 

  

A Practical Guide to High Performance
Liquid Chromatography

1. Theory of liquid chromatography High
performance liquid chromatography (HPLC) is a
technique for separating analytes dissolved in a
liquid, mobile phase by using their specific
interaction with a 

  

Analysis of mRNA poly(A) tails with single-
nucleotide  

In this technical note, we describe a workflow for
mRNA poly(A) tail analysis by CGE-UV using the
ssDNA 100-R kit on the PA 800 Plus
Pharmaceutical Analysis system.

  

Fiber chromatographic enabled process
intensification increases  

Using fiber chromatography during clarification
before fiber proA could alleviate the problem of
large nanoscale particulates fouling downstream
fiber chromatography unit operations, further
enabling 
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The role of side tail fibers during the
infection cycle of phage lambda

Moreover, the side tail fibers presumably slow
down the diffusion of Ur-? through the top agar
layer, resulting in the smaller plaque size (Gallet
et al., 2011). However, how the side tail fibers 

  

Peak Tailing in Chromatography:
Troubleshooting Basics

Explore the essentials of troubleshooting peak
tailing, including pro tips, and suggestions for
accurate and reliable chromatography.

  

TAIL-seq: Genome-wide Determination of
Poly (A) Tail  

A recent study using oligo (dT) chromatography
and microarray suggested that many mammalian
mRNAs may have tails of shorter than 30 nt
(Meijer et al., 2007). It is noted that we do 

  

Size-Exclusion Chromatography Method for
Poly (A) Tail Analysis of 

In this application note, we describe a robust and
simple method for poly(A) tail length
measurements. The method utilizes the digestion
of an mRNA molecule with RNase T1 to liberate
poly(A) tail. The 
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Ion-Pair Reversed-Phase Liquid
Chromatography 

This application note describes the analysis of 3'
poly(A) tail modifications using efficient Ion-Pair
Reversed-Phase Liquid Chromatography (IP RP
LC) combined 

  

Analyzing Poly(A) Tails of In Vitro
Transcribed RNA with the  

Analyzing the size and quality of a poly(A) tail is
a critical part of the IVT RNA workflow since the
length of a poly(A) tail affects mRNA stability and
influences translation efficiency.

  

Tailing Peaks in HPLC: A Practical Guide to
Causes, 

This guide provides a clear roadmap to
understanding the causes of tailing, impacts, and
how to troubleshoot them.
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